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aquaculture systems as a function of harvesting
regime of duckweed (Lemna minor L.)
1

Dahlia, 1Ardiansyah, 2Indrayani, 3Firmansyah Bin A. Jabbar

1

Pangkep State Polytechnic of Agriculture, South Sulawesi, Indonesia; 2 Makassar State
University, Makassar, South Sulawesi, Indonesia; 3 Universitas Sulawesi Barat, West
Sulawesi, Indonesia. Corresponding author: Ardiansyah, ardi_kimsan@yahoo.com

Abstract. The present study aimed to determine the effects of different harvesting regimes of duckweed
(Lemna minor Linnaeus) on the abundance and diversity of phosphate-solubilizing bacteria (PSB) in
integrated recirculating aquaculture systems (IRAS). The study was conducted in twelve independent
IRAS, where four duckweed harvesting regimes of two, four, and six-day harvest intervals tested the
abundance and diversity of PSB. After 36 days, ten selected isolates belonging to five different genera
were biochemically characterized. These isolates and their respective genera were: PSB1, PSB3, and
PSB7 belonging to Bacillus, PSB17, and PSB26 to Pseudomonas, and PSB15, PSB29, PSB30, PSB32, and
PSB35 to Chryseobacterium, Micrococcus, Azotobacter, Acinetobacter, and Achromobacter, respectively.
In vitro, Bacillus cereus had higher solubilization efficiency and phosphatase activity. Duckweed
harvested once every two days produced the highest duckweed biomass, however, harbored fewer
bacteria, while six days of harvesting generated the highest duckweed growth index but lower bacterial
diversity than the duckweed harvested every four days. The highest Shannon diversity index was
obtained with a four-day harvest regime, while the lowest was when the duckweed was not harvested. A
positive correlation (R2 > 0.65) between the specific growth rate (SGR) and biomass of harvested
duckweed and the diversity of PSB was found with a four-day harvest regime. Harvesting duckweed
every four days provides desirable conditions for the attachment and growth of bacteria, thus increasing
the abundance and diversity of PSB. These findings suggest the efficiency of removing excessive
phosphorus and the associated PSB by duckweed and increase the productivity of IRAS.
Key Words: barramundi, biofilter, duckweed, integrated recirculating aquaculture system, phosphatesolubilizing bacteria.

Introduction. Aquaculture effluents with a high concentration of phosphorus (P) and
nitrogen (N) contribute to eutrophication (Kawasaki et al 2016) and environmental
degradation (Herath & Satoh 2015). Although recirculating aquaculture systems (RAS),
considerably reduce the effluent load, significant amounts of N and P are still discharged
through the protein-skimming mechanism (Martins et al 2010). Excessive P is often
found in RAS effluents due to uneaten feed (Verdegem 2013). The removal of P to an
acceptable level by various chemical methods is expensive (Jorgensen et al 2012) and
requires high chemical dosages (Sun et al 2019). Even though the chemical removal of P
rapidly improves the effluent quality (Zhao & Zhang 2017) more than the multi-step
biological process, the chemical removal of P produces more sludge than its biological
removal (Ruzhitskaya & Gogina 2017).
In any integrated RAS (IRAS), a substantial amount of organic and inorganic
matter from uneaten feed and faecal matter accumulates and may subsequently be used
by macrophytes. The phosphates could be reduced in an IRAS if the target species is
cultivated with plants that utilised phosphates into valuable biomass (Turcois &
Papenbrock 2014). The combination of fish culture with phototrophic and herbivorous
organisms improves nutrient retention in the system (Turcois & Papenbrock 2014). The
roots of various plant species incorporating phosphate-solubilizing bacteria (PSB) play
ecophysiological role (Chen et al 2012). The PSB convert insoluble phosphates into
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soluble forms (Alori et al 2017) and increase their availability to plants. The plants, in
turn, may supply root-borne carbon (C) compounds - mainly sugars - that can be
metabolized for bacterial growth (Gomes et al 2017). The microorganisms with
phosphate-solubilizing potential rise the soluble phosphate availability and enhance plant
growth by increasing the mineralization capacities of organic P and solubilizing
precipitated phosphates (Sharma et al 2013), by increasing the supply of other trace
elements such as iron, zinc, and by the production of plant growth-promoting regulators
(Muszyńska & Labudda 2019).
Duckweed (Lemna minor) is known as a small, free-floating aquatic plant
belonging to the Lemnaceae family and it has been used for wastewater treatments due
to its rapid multiplication (Nassar et al 2015; Paolacci et al 2018). A total of 70-80% total
phosphate can be removed from wastewaters and orthophosphate removal rates between
83-95% in different types of wastewaters (Ozengin & Elmaci 2007). The use of duckweed
species as a biofilter media in RAS decreases a significant amount of orthophosphate and
total phosphorus in water and increases the growth of cultivated fish species (Velichkova
& Sirakov 2013).
Since PSB are ubiquitous in the whole water column, they play an essential
function in regulating the available concentration of inorganic phosphate in the water
column for plant uptake (Shardendu et al 2012; Sushanta et al 2012; Cheng et al 2019).
Thus, the abundance and diversity of the bacterial communities’ act as PSB in RAS are
affected by the type of biofilter and the media’s surface area per unit volume, as
biofilters affect the growth and structure of bacterial communities (Omri et al 2013).
Even though all intensive fish culture systems are a major source of P pollution,
relatively few studies have been conducted on the removal of P from these systems
(Dauda et al 2019). Previous research demonstrated that the harvesting frequency of
duckweed affects the abundance and diversity of heterotrophic bacteria communities,
which are involved in nitrogen removal from IRAS (Ardiansyah & Fotedar 2016). Hence,
the use of appropriate management strategies including the manipulation of the
abundance and diversity of the PSB communities in any IRAS are required to enhance P
absorption by rhizoplants (Maitra et al 2015). This can be controlled by the quantity of
biofilter media including the amount of duckweed present in real time; therefore, the
present study aimed to evaluate the effects of different amounts and different harvest
regimes of duckweed in real-time on the composition, abundance, and diversity of
phosphate solubilizing, non-pathogenic bacteria that are involved in the removal of
phosphates in IRAS.
Material and Method. This experiment was conducted in Curtin Aquatic Research
Laboratory (CARL), Curtin University, Perth, Western Australia, from April to May 2017.
The experimental setup and design were based on Ardiansyah & Fotedar (2016). As a
source of phosphate, 185 mg of di-ammonium phosphate ((NH4)2 HPO4) was added to
the fish-rearing tanks. Twelve independent recirculating systems were set up, each
consisting of three tanks: a fish-rearing tank (400-L circular tank), a biofilter tank (100-L
circular tank), and a waste-collection tank (100-L circular plastic drum). Four duckweed
harvesting regimes were employed during the 36-day experimental period. The four
harvesting regimes were applied randomly by harvesting duckweed at three biofilter tanks at
once (in 3 replications) after 2, 4, and 6 days, whereas the remaining three tanks were not
harvested (control). Harvested duckweed was replaced with fresh duckweed that had been
previously washed. The reduction in water volume caused by evaporation was compensated
by adding new freshwater. The observations of duckweed health followed the standard
method (Daud et al 2018). The increase in biomass of duckweed on the surface of the water
was determined using the growth index (GI) on alternate days. GI of duckweed on the water
surface was calculated every second day using the equation GI = Wt/Wo, where Wt =
biomass at time t, Wo = biomass at time 0, and t = number of days. While, the increase in
biomass of duckweed per unit time of harvesting regime was indicated by specific growth
rates (SGR). SGR = (Ln(Wf) - Ln(Wi) x 100)/t, where: Ln(Wf) = the natural logarithm of the
final weight, Ln(Wi) = the natural logarithm of the initial weight, and t = time (days).

Isolation. Isolation, enumeration, and evaluation of the bacteria were performed
following the procedure described in Ardiansyah & Fotedar (2016). A 10 g fresh weight of
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duckweed was randomly collected using 40 mL sample jars containing 10 mL distilled
water, and then kept at 4ºC before analysis. The samples were homogenized by
centrifugation at 17,000 g for five min. A 10 mL sample of the homogenate water was
diluted with 90 mL of phosphate-buffered saline (PBS) and homogenized again for two
minutes at 1900 g. The resulting homogenate was diluted ten times with PBS for 10 min.
Then 0.1 mL of the diluted samples were plated onto Pikovskaya agar (PVK) medium in
triplicate by the spread plate method (Elias et al 2016) and a conventional pour plate
technique. Bacterial colonies were selected according to their morphological appearance
and maximum surrounding halo zone as an indicator of phosphate solubilization after 120
h of incubation at 30°C (Zhang et al 2017). Colonies with distinct clear zones and
different morphologies were picked and re-streaked onto fresh PVK medium containing
0.5% insoluble tricalcium phosphate and re-incubated at 30ºC for 10 days.
Evaluation of phosphate solubilizing efficiency. Analysis of the PSB trait was made
by determining the solubilization efficiency (%) of the selected isolates following the
method of Pande et al (2017). The selected colonies were then removed from the plates
and purified in triplicate on LB agar.
Enumeration. Enumeration of the PSB communities was determined using the total
plate count method; the colonies were counted, and the concentration of bacteria present
was expressed as CFU per mL for the attached bacteria, as previously reported by
Blanco-Vargas et al (2020).
Phosphatase activity. Phosphatase activity was determined using 0.1 M disodium pnitrophenyl as a substrate. For the assay, 3 mL of PSB culture on the PVK medium, 1 mL
universal buffer (5x) adjusted to pH 6.5 (Behera et al 2017), and 0.5 mL of the substrate
were pipetted into a 20 mL reagent vial and incubated at 30°C for 90 min. The reaction
was stopped by cooling at 2°C for 15 min. Then, 20 mL of 0.5 N NaOH was added, and
the mixture was transferred to a 50 mL volumetric flask, where the volume was
increased to 50 mL with distilled water. The p-nitrophenol (PNP) formed was determined
by spectrophotometry at 398 nm (Schoebitz et al 2013). Controls were made in the same
way using 20 μg mL-1 disodium p-nitrophenyl.
Quantitative estimation of indole acetic acid (IAA). The procedures were performed
according to Chaiharn & Lumyong (2011). The PSB isolates were inoculated in Czapek’s
dox broth and incubated at 28±2°C for 72 h. The culture was centrifuged at 3000 rpm for
15 min, and 2 mL of the supernatant was mixed with 1 mL of Salkowsky’s reagent. The
optical density was determined using a spectrophotometer at 535 nm.
Putative PSB identification. The putative PSB was identified by the biochemical
method described in Bergey’s Manual of Determinative Bacteriology (Garrity et al 2005).
A variety of biochemical tests including Gram stain, catalase, oxidase, hydrogen sulfide
production, gelatinase test, nitrate reduction, starch hydrolysis, citrate utilization,
ornithine decarboxylase, indole, tyrosine hydrolysis, arginine dihydrolase, methyl-red and
Voges-Proskauer, urease, glucose, fructose, lactose, maltose, mannose, sucrose, xylose,
TSI agar test, and motility test, were conducted according to the standard procedure
(Aditi et al 2017). API 20E system was used to confirm the identification of the PSB.
Bacteria diversity index. The bacteria diversity index assumes that an individual
bacterium is randomly sampled from a large population so that all species are
represented in the sample. The Shannon diversity index was used to determine the
species diversity with the following equation: H = - [Σ Pi * Ln(Pi)], where H = Diversity
index, Pi = the number of each species in the sample/total number of samples, and
Ln(Pi) = the natural logarithm of this proportion.
Data analysis. A one-way analysis of variance (ANOVA) was used to examine the
significance of any differences between mean concentrations of data obtained, followed
by the Tukey HSD test, while the relationship between the growth of duckweed and
bacterial abundance and diversity was analyzed using regression analysis. Values of R2 <
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0.65 were considered to have poor correlations, whereas R2 > 0.65 indicated good
correlations. A p < 0.05 was considered significant for all analyses.
Results and Discussion. Forty-seven isolates of the putative PSB were screened from
duckweed in the biofilter tank. Among the isolates, ten morphologically different bacterial
isolates were observed (Table 1). Different harvest regimes caused significant differences
(p < 0.05) in the bacterial abundance. The harvesting regime significantly impacted the
abundance of six types of PSB (PSB1, PSB3, PSB15, PSB17, PSB26, and PSB35).
Duckweed harvested every 2 days had the lowest abundance of the putative PSB, while
the highest PSB abundance was found in duckweed harvested every 4 days. However, no
significant difference was found in PSB abundance between duckweed harvested every 4
days and those harvested every 6 days.
Table 1
The abundance of PSB attached to the duckweed in the biofilter tank
Putative PSB bacteria
(cfu x 103/mL)
PSB1
PSB3
PSB7
PSB15
PSB17
PSB26
PSB29
PSB30
PSB32
PSB35
Total

6 days
5.23±0.21b
3.74±0.03b
1.79±0.08a
4.73±0.12b
5.17±0.11b
4.60±0.14b
1.84±0.21a
2.16±0.13a
2.89±0.02a
3.47±0.08b
35.62±0.43b

Harvest regimes
4 days
2 days
5.34±0.26b
4.76±0.34a
3.85±0.06b
3.29±0.03a
a
1.75±0.09
1.64±0.05a
b
4.85±0.19
4.12±0.13a
5.09±0.26b
4.53±0.26a
b
4.52±0.17
3.85±0.48a
a
1.79±0.27
1.65±0.35a
a
2.01±0.16
1.87±0.10a
2.94±0.04a
2.75±0.02a
b
3.52±0.17
3.05±0.07a
b
35.66±0.44
31.51±0.37a

No harvesting
4.70±0.32a
3.37±0.01a
1.59±0.05a
4.24±0.15a
4.98±0.08b
3.97±0.03a
1.71±0.46a
1.95±0.10a
2.80±0.08a
3.13±0.05a
32.44±0.39a

Note: values in the same row with the same superscript letter are not significantly different (p > 0.05).

Harvesting duckweed every four days resulted in a higher Shannon diversity index value
(H = 2.2910) than the two-day harvest (2.2365), the six-day harvest (2.2745), and the
unharvested (control) (H = 2.2257) (Table 2). PSB abundance and duckweed biomass
harvest were poorly correlated (R2 < 0.65) with the harvest regime but at the four-day
harvest, a significantly stronger correlation between the bacterial diversity and the harvested
duckweed biomass was observed. Similarly, the SGR harvest of duckweed was significantly
correlated with the abundance and diversity of PSB at the four-day harvest regime (R2 >
0.65; p < 0.05), whereas the SGR and biomass harvest of the duckweed harvested every six
days had a poor relation to the abundance and diversity of PSB (R2 < 0.65).
Table 2
Correlation between SGR and total biomass harvest of duckweed with abundance and diversity of
PSB over the 36-day trial
Parameters
R2 (biomass vs abundance)
R2 (biomass vs diversity)
R2 (SGR vs abundance)
R2 (SGR vs diversity)
Shannon diversity index (H)
GI
Total biomass harvest
SGR

6
0.5971±0.02a
0.6141±0.01a
0.5852±0.06a
0.6242±0.01a
2.2745±0.01bc
3.15±0.02c
674.45±0.54b
8.14±0.00b

Harvest regimes (days)
4
2
0.6192±0.06b 0.5941±0.04a
0.6502±0.01b 0.6193±0.05a
0.6984±0.06b 0.6248±0.03a
0.6623±0.01b 0.6193±0.05a
2.2910±0.01c
2.2365±0.01b
bc
3.09±0.03
3.15±0.04a
1003.45±1.29c 1880.2±0.67d
9.31±0.00c
11.05±0.00d

0
0.6185±0.00b
0.6835±0.03b
0.6894±0.03b
0.6835±0.03b
2.2257±0.00a
3.04±0.03ab
99.75±0.11a
3.04±0.00a

Values in the same row with the same superscript letter are not significantly different (p > 0.05).

Harvest of duckweed biomass and PSB abundance were poorly correlated (R2 < 0.65) to
harvest regime. Significantly stronger correlations between duckweed biomass at harvest
and PSB diversity were observed at the 4-day harvest regime. A 4-day harvest regime
may provide the desirable duckweed biomass on the water surface and optimal
availability of organic substrates as carbon and energy sources for the bacteria (Ishizawa
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et al 2017). Likewise, the diversity of PSB was significantly correlated (R2 > 0.65) with
SGR of duckweed at the 4-day harvest regime, and the unharvested (control).
Furthermore, harvesting duckweed every two and six days resulted in a poor relationship
between SGR and biomass harvest with the abundance and diversity of PSB. Different
harvest regimes also had a significant influence on the GI of duckweed. Duckweed
harvested every two and six days had the highest GI of 3.15, whereas those unharvested
control had the lowest GI of 3.04 (Table 2). However, higher GI of the 2 and six-day
harvest regime do not have stronger relationship with the abundance and diversity of
PSB communities.
Phosphate solubilization efficiency, IAA, and phosphatase activity. The results of the
solubilization efficiency of the selected PSB are shown in Table 3. Among the ten bacterial
isolates, the highest efficiency was observed for PSB1 (E = 83.33%), followed by PSB17 (E =
75.00%), and then PSB15 (E = 62.50%), whereas PSB29 (E = 33.33%) and PSB32 (E =
34.47) had comparatively lower efficiencies. All putative PSB isolates produced IAA.

Table 3
The phosphate solubilizing efficiency and phosphatase activity recorded for the putative
PSB attached to duckweed in the biofilter tank
Putative
PSB
PSB1
PSB3
PSB7
PSB15
PSB17
PSB26
PSB29
PSB30
PSB32
PSB35

Phosphate
solubilization
efficiency (E, %)
83.33±0.01
53.59±0.01
43.93±0.01
62.50±0.02
75.00±0.01
60.83±0.01
33.33±0.02
44.82±0.05
34.47±0.02
50.00±0.01

IAA
production
(µg L-1)
7.35±0.01
7.45±0.02
7.00±0.04
7.60±0.01
7.23±0.01
7.00±0.02
7.08±0.02
6.55±0.03
7.08±0.02
6.07±0.01

Phosphatase
activity
(µmol g-1h-1)
33.68±0.01
28.92±0.01
23.92±0.02
30.85±0.02
31.25±0.03
29.84±0.03
17.65±0.01
18.85±0.01
15.84±0.06
25.32±0.01

R2 (Phosphate
solubilization efficiency vs
Phosphatase activity)
0.921
0.921
0.921
0.921
0.921
0.921
0.921
0.921
0.921
0.921

Data are shown as the mean±SE.

The highest IAA (7.60 µg L-1) was produced by PSB15, followed by PSB3 (7.45 µg L-1),
while the lowest IAA (6.07 µg L-1) was produced by PSB35. Furthermore, the maximum
phosphatase activity was observed in PSB1 (33.68 μmol g-1 h-1), followed by PSB17
(31.25 μmol g-1 h-1), while the minimum phosphatase activity was observed in PSB32
(15.84 μmol g-1 h-1). The remaining bacterial isolates secreted phosphatase enzyme in
the range of 17.65-30.85 μmol g-1 h-1. The correlation coefficient values (R2 = 0.921)
showed a significant relationship (p < 0.05) between the phosphate solubilization efficiency of
all PSB bacteria and the ability of these bacteria to produce phosphatase enzymes.

Morphology and biochemical characteristics of PSB. Ten bacterial isolates were
determined by colony morphology, gram staining, and pigmentation (Table 4). Gramnegative bacteria dominated the bacterial communities. Specifically, 40.41% of gramnegative bacilli isolates were identified as Pseudomonas and Chryseobacterium; 29.79% of
isolates of gram-positive bacilli belonged to Bacillus; 23.41% of isolates of gram-negative
ovoid, cocci, or coccobacilli were identified as Azotobacter, Acinetobacter, and Achromobacter,
and 6.39% of isolates of gram-positive cocci were identified as Micrococcus (Table 4). Nonpigmented isolates belonged to Bacillus, Achromobacter, and Acinetobacter, whereas nonmotile isolates were characterized as Chryseobacterium, Acinetobacter, Azotobater, and
Micrococcus.

Ten species of putative PSB were characterized by both biochemical tests and
confirmed with the API 20E (Table 4). All isolates were characterized as the same species by
both conventional biochemical tests and API 20E. Out of these ten PSB isolates, as shown in
Table 4, Bacillus was represented by three species, PSB1, PSB3, and PSB7, Pseudomonas was
represented by 2 species, PSB17 and PSB26, whereas Chryseobacterium, Micrococcus,
Azotobacter, Acinetobacter, and Achromobacter had only one species each, PSB15, PSB29,
PSB30, PSB32, and PSB35 respectively.
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Table 4
The biochemical characteristics of PSB isolated from the biofilter tanks
Test
Colony morphology
No. clones (%)
Pigmentation
Spore
Motility
Gram stain
Catalase
Oxidase
H2S production
Gelatinase
Nitrate reduction
Starch hydrolysis
Citrate utilization
Ornithine
Indole
Tyrosine hydrolysis
Arginine dihydrolase
Methyl Red
Voges-Proskauer
Urease
Glucose
Fructose
Lactose
Maltose
Mannose
Sucrose
Xylose

PSB1
Bacilli
19.15
Yellowishgreen
+
+
+
+
+
+
+
+
+
+
+
+
+
-

PSB3
Bacilli
6.39
Translucent

PSB7
Bacilli
4.25
White

PSB15
Bacilli
12.76
Yellow

+
+
+
+
+
+
+
+
+
+
+
-

+
+
+
+
+
+
+
+
+
+
+
+
+
+
+
+

+
+
+
+
+
+
+
+
+
+
+
+
-

The PSB isolate
PSB17
PSB26
Bacilli
Bacilli
14.89
12.76
Yellowish- Brownishgreen
yellow
+
+
+
+
+
+
+
+
+
+
+
+
+
+
+
+
+
+
+
+
+
+
+
+
+
+
+
+
+
+

PSB29
Cocci
6.39
Yellowishorange
+
+
+
+
+
+
+
+

PSB30
Ovoid
4.45
Yellow

PSB32
Cocci
6.39
White

PSB35
Coccobacilli
10.54
White

+
+
+
+
+
+
+
+
+
+
+
+
+
+
+
+

+
+
+
+
+
-

+
+
+
+
+
+
+
+
+
+

Where: PSB1 = Bacillus cereus; PSB3 = Bacillus licheniformis; PSB7 = Bacillus subtilis; PSB15 = Chryseobacterium indologenes; PSB17 = Pseudomonas fluorescens; PSB26
= Pseudomonas mendocina; PSB29 = Micrococcus luteus; PSB30 = Azotobacter vinelandii; PSB32 = Acinetobacter calcoaceticus; PSB35 = Achromobacter xylosoxidans.
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Abundance and diversity of PSB. Different harvest regimes significantly affected the
abundance of PSB (Table 1), in which six of ten PSB communities, Bacillus cereus,
Bacillus licheniformis, Chrysobacterium indologenes, Pseudomonas fluorescens,
Pseudomonas mendocina and Achromobacter xylosoxidans were significantly affected (p
< 0.05) by different harvest regimes. Duckweed harvested with the shortest interval of 2
days had lower abundance than those with longer harvest intervals of 4 and 6 days.
Similar results had been previously observed in the abundance of the heterotrophic
bacteria associated with the different harvesting regimes in barramundi (Lates calcarifer)
RAS (Ardiansyah & Fotedar 2016). Therefore, the four-day harvest regime may provide
the desirable duckweed biomass and optimal availability of organic substrates as carbon
and energy sources for the PSB.
Only ten isolates from forty-seven showed the formation of halo zones around the
growing colonies on PVK media plates. Halo zones are formed because of the
transformation of glucose into organic acids, in which glucose is the carbon source used
in the test of PSB isolated from the biofilter to dissolve the bonded phosphor marked by
halo zones (Pande et al 2017). However, the production of organic acids was not
determined in the present study; thus, the authors cannot confirm whether all PSB
isolates are capable of producing organic acids.
There is increasing evidence that PSB improves plant growth due to the
biosynthesis of plant growth substances rather than to their action in releasing available
P. In the present study, all PSB isolated from duckweed were capable of producing IAA.
Majda & Robert (2018) stated that IAA is the biologically active form of auxin that
stimulates radical system growth and increases the uptake of nutrients by plants. Thus, it
has prominent effects on plant growth and development (Egamberdieva et al 2017). The
results indicated that all PSB isolates can secrete physiologically active auxins. Shahab et
al (2009) reported that PSB isolated from mung bean (Vigna radiata) excreted
phytohormones, including auxins. Other researchers found similar results; that isolated
bacterial species from rice fields have the potential to produce IAA (Etesami et al 2015).
These results were also similar to the findings of Bal et al (2013); where the PSB isolated
from the rhizophore of Chinese cabbage (Brassica rapa) were found to solubilize P in the
media, and besides this, they were able to produce IAA. However, the capacity to
synthesize IAA is widespread among the PSB. Production of IAA greatly varies among
different species and is influenced by culture conditions, growth stage, and substrate
availability (Mohite 2013).
Phosphatase enzyme activity. Phosphatase enzyme activity showed that all the
selected PSB isolates solubilized inorganic phosphates into various degrees in the PVK
culture medium by producing phosphatase enzymes. The PSB have been shown to
increase the solubility of the P-insoluble compound through the secretion of extracellular
enzymes such as organic acid, phytase, and phosphatase enzymes (Khan et al 2014).
These enzymes are found in all organisms but only bacteria, fungi, and some algae can
secrete them outside their cells. However, the PSB are more effective in P solubilization
than fungi (Nacoon et al 2020). Among the whole microbial population in the aquatic
environment, PSB constituted 1-50%, while phosphorus-solubilizing fungi (PSF)
constituted only 0.1-0.5% in P solubilization potential (Ingle & Padole 2017).
Furthermore, during the conversion process, P is partially assimilated by PSB but
the amount made soluble and released is more than the requirement of the PSB. The
excess amount released is made available to plants. During this conversion process,
extracellular enzymes convert calcium phosphate to di- or monobasic phosphates and
then become biologically available to plants (Kalayu 2019).
The stronger correlation between phosphate solubilizing efficiency and
phosphatase enzyme activity may indicate an increase in the availability of P in the
medium, which is assumed to be facilitated through increased phosphatase enzyme
activity (Singh & Prakash 2012; Behera et al 2017). The results suggest that all selected
PSB can produce phosphatase enzymes to convert insoluble phosphate into the soluble
form, which leads to increased available phosphate for plants (Kalayu 2019).
Microorganisms increase P availability to the macrophytes by mineralizing organic P and
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by solubilizing precipitated phosphates (Alori et al 2017). Additionally, Behera et al
(2017) found a positive correlation between phosphate solubilizing activity and
phosphatase enzyme activity. These previous findings are in agreement with the present
results, which showed that the increase in inorganic phosphate levels was due to
phosphate solubilization, and did not repress phosphatase production by the PSB isolates
found in the study.
Morphology and biochemical characteristics of PSB. The results found in this study
are in line with those reported by Maitra et al (2015) that Pseudomonas,
Chryseobacterium, Aeromonas, and Acinetobacter are common inhabitants of various
aquatic environments. Furthermore, Maitra et al (2015) and Adeleke & Babalola (2021)
reported that the bacterial genera with the capacity to solubilize insoluble inorganic
phosphate compounds amongst aquatic environments are Bacillus, Enterobacter,
Agrobacterium,
Pseudomonas,
Acinetobacter,
Achromobacter,
Micrococcus,
Chryseobacterium, and Aerobacter.
The most common bacterial genera in this study were Bacillus. The majority of the
Bacillus species showed high phosphatase activity but the proportion varied with species.
The Bacillus consisted of obligate aerobes (B. subtilis) or facultative anaerobes (B. cereus
and B. licheniformis). The genus is known to have more characteristics promoting plant
growth: synthesis of phytohormones such as IAA (auxins); nitrogen fixation; antifungal
activity by siderophore production; antibiotics; enzymes; and phosphorus solubilization
(Nabti et al 2013).
Sharma et al (2013) reported that the genus Pseudomonas was a suitable genus
of bacteria in dissolving bonded P from any source, and was dominant in the
mineralization of organic phosphorus. This type of bacteria can also be found in extreme
saline and alkaline water habitats (Poli et al 2017). In this study, Pseudomonas consisted
of P. fluorescens and P. mendocina. Bacteria from the genera Bacillus and Pseudomonas
are among the most powerful phosphate solubilizers (Kalayu 2019).
A considerable number of bacteria from different genera are capable of solubilizing
phosphate including Chryseobacterium, which has been isolated from a wide range of
habitats such as soil, plant roots, sludge, fish, sewage, fresh water, freshwater sediment,
marine water, and marine sediment. The genus Chryseobacterium was first created for
five species formerly classified as members of the genus Flavobacterium (Song et al
2021). Various Chryseobacterium species have been shown to solubilize phosphate by
releasing organic acids that mobilize P, and by releasing phosphatase to release
phosphate groups bound to organic matter (Kalayu 2019).
P availability depends on the degree of solubilization by various organic and
inorganic acids produced by microorganisms, and the genus Micrococcus is one of the
most important microorganisms that produce a substantial number of phosphates.
Micrococcus inhabits a wide range of environments including soil, water, and dust, and
can sustain well in environments with high salt concentration and little water. This genus
has been shown to possess multiple plant growth traits like P-solubilisation, and IAA, and
siderophore production (Afzal et al 2019).
Various bacterial genera are involved in various biotic activities important to
nutrient turnover dynamics (Ahemad & Kibret 2014). Thus, there is ongoing research to
discover various rhizobacteria that possess novel traits such as phosphate solubilization
(Ahemad & Khan 2012) capacities. Among the bacterial genera with this capability is A.
xylosoxidans (Ahemad & Kibret 2014). This species shows a considerable level of
nitrogenase activity, IAA production, and P solubilization ability. In addition, this species
may also increase copper uptake by plants and increase their shoot length, root length,
and fresh weight, and dry weight of plants (Yang et al 2013).
Azotobacter is a genus of gamma-proteobacterium belonging to the family
Pseudomonadaceae. It is an obligately aerobic, free-living Gram-negative bacterium that
is broadly dispersed in various environments including water, soil, and sediments (Dangi
2015). Azotobacter has favorable effects on plant yields due to its capability in fixing
nitrogen and solubilizing phosphates (Nosrati et al 2014). A. vinelandii produces
metabolically dormant cysts, which are formed under unfavorable environmental
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conditions; thus, it is suitable for use in diverse environments (Garcia et al 2014).
Several Azotobacter species isolated from wheat rhizophore has shown the ability to
solubilize tricalcium phosphate, Mussoorie rock phosphate, and also to produce IAA.
Additionally, the use of Azotobacter may increase seed yield, plant height, and microbial
population in soil (Peng et al 2013).
A. calcoaceticus has demonstrated the potential capability of P solubilization
through the production of organic acids, and can provide plant growth-promoting factors
such as the production of IAA and siderophores. This species also exhibits resistance to
lead (Pb) and antibiotics. The use of A. calcoaceticus effectively increases the available
Pb in the rhizosphere soil and promotes the growth of the host plant, which leads to an
increase in Pb uptake (Ren et al 2013).
All the putative PSB from the present study have been known to play a
fundamental role in the phosphate solubilization process in a diverse range of ecosystems
(Anand et al 2016). Our research suggests that duckweed biofilters in IRAS are suitable
substrates for the attachment, survival, and growth of PSB.
A short two-day harvest regime reduced the PSB abundance in biofilter tanks,
whereas a six-day harvest regime, or no harvest, decreased duckweed biomass due to
chlorosis and disconnection of their fronds. The results showed that a four-day harvest
regime maintains the optimum biomass of duckweed. Furthermore, the different
harvesting regimes influenced the abundance and diversity of PSB in IRAS. The selected
PSB isolates should be further evaluated in larger scale in vivo trials regarding the
mechanism and efficiency of P solubilization, and their potential application in managing
sustainable aquaculture systems.
Conclusions. Duckweed in the biofilter of RAS is a suitable substrate for the attachment,
survival, and growth of phosphate solubilizing bacteria. A short 2-day harvesting regime
reduced the abundance of phosphate solubilizing bacteria in the biofilter tank, whereas
the 6-day or no-harvesting regime decreased duckweed biomass. The results suggested
that the 4-day harvesting regime maintained optimum duckweed biomass in the biofilter
tank. Harvesting duckweed every four days provides desirable conditions for the
attachment and growth of bacteria, thus increasing the abundance and diversity of PSB.
These findings suggest the efficiency of removing excessive phosphorus and the
associated PSB by duckweed and increase the productivity of IRAS.
Acknowledgements. This study was funded by the Indonesian Directorate General of
Higher Education (DIKTI, Grant No. 1287/E4.4/K).
References
Adeleke B. S., Babalola O. O., 2021 Roles of plant endosphere microbes in agriculture - a
review. Journal of Plant Growth Regulation 2021. Doi.org/10.1007/s00344-02110406-2.
Aditi F. Y., Rahman S. S., Hossain M., 2017 A study on the microbiological status of
mineral drinking water. Open Microbiology Journal 11:31-44.
Afzal I., Shinwari Z. K., Sikandar S., Shahzad S., 2019 Plant beneficial endophytic
bacteria: mechanisms, diversity, host range and genetic determinants.
Microbiological Research 221:36-49.
Ahemad M., Khan M. S., 2012 Effect of fungicides on plant growth promoting activities of
phosphate solubilizing Pseudomonas putida isolated from mustard (Brassica
compestris) rhizosphere. Chemosphere 86(9):945-950.
Ahemad M., Kibret M., 2014 Mechanisms and applications of plant growth promoting
rhizobacteria: current perspective. Journal of King Saud University - Science
26(1):1-20.
Alori E. T., Glick B. R., Babalola O. O., 2017 Microbial phosphorus solubilization and its
potential for use in sustainable agriculture. Frontiers in Microbiology 8:971.

AACL Bioflux, 2021, Volume 14, Issue 5.
http://www.bioflux.com.ro/aacl

3063

Anand K., Kumar B., Mallick M. A., 2016 Phosphate solubilizing microbes: an effective
and alternative approach as biofertilizers. International Journal of Pharmacy and
Pharmaceutical Sciences 8(2):37-40.
Ardiansyah A., Fotedar R., 2016 The abundance and diversity of heterotrophic bacteria as
a function of harvesting frequency of duckweed (Lemna minor L.) in recirculating
aquaculture systems. Letters in Applied Microbiology 63(1):53-59.
Bal H., Das S., Dangar T., Adhya T., 2013 ACC deaminase and IAA producing growth
promoting bacteria from the rhizosphere soil of tropical rice plants. Journal of Basic
Microbiology 53(12):972-984.
Behera B. C., Yadav H., Singh S. K., Mishra R. R., Sethi B. K., Dutta S. K., Thatoi H. N.,
2017 Phosphate solubilization and acid phosphatase activity of Serratia sp. isolated
from mangrove soil of Mahanadi river delta, Odisha, India. Journal of Genetic
Engeering and Biotechnology 15(1):169–178.
Blanco-Vargas A., Rodríguez-Gacha L. M., Sánchez-Castro N., Garzón-Jaramillo R.,
Pedroza-Camacho L. D., Poutou-Piñales R. A., Rivera-Hoyos C. M., Díaz-Ariza L. A.,
Pedroza-Rodríguez A. M., 2020 Phosphate-solubilizing Pseudomonas sp., and
Serratia sp., co-culture for Allium cepa L. growth promotion. Heliyon 6(10):e05218.
Chaiharn M., Lumyong S., 2011 Screening and optimization of indole-3-acetic acid
production and phosphate solubilization from rhizobacteria aimed at improving
plant growth. Current Microbiology 62(1):173-181.
Chen W. M., Tang Y. Q., Mori K., Wu X. L., 2012 Distribution of culturable endophytic
bacteria in aquatic plants and their potential for bioremediation in polluted waters.
Aquatic Biology 15:99-110.
Cheng Y., Feng G., Moraru C. I., 2019 Micro- and nanotopography sensitive bacterial
attachment mechanisms: a review. Frontiers in Microbiology 10:191.
Dangi S. R., Gerik J. S., Tirado-Corbala R., Ajwa H., 2015 Soil microbial community
structure and target organisms under different fumigation treatments. Applied and
Environmental Soil Science 2015:673264.
Daud M. K., Ali S., Abbas Z., Zaheer I. E., Riaz M. A., Malik A., Hussain A., Rizwan M.,
Zia-ur-Rehman M., Zhu S. J., 2018 Potential of duckweed (Lemna minor) for the
phytoremediation of landfill leachate. Journal of Chemistry 2018:3951540.
Dauda A. B., Ajadi A., Tola-Fabunmi A. S., Akinwole A. O., 2019 Waste production in
aquaculture: sources, components and managements in different culture systems.
Aquaculture and Fisheries 4(3):81-88.
Egamberdieva D., Wirth S. J., Alqarawi A. A., Abd-Allah E. F., Hashem A., 2017
Phytohormones and beneficial microbes: essential components for plants to balance
stress and fitness. Frontiers in Microbiology 8:2104.
Elias F., Woyessa D., Muleta D., 2016 Phosphate solubilization potential of rhizosphere
fungi isolated from plants in Jimma zone, Southwest Ethiopia. International Journal
of Microbiology 2016:5472601.
Etesami H., Alikhani H. A., Hosseini H. M., 2015 Indole-3-acetic acid (IAA) production
trait, a useful screening to select endophytic and rhizosphere competent bacteria
for rice growth promoting agents. MethodsX 2:72-78.
García A., Segura D., Espín G., Galindo E., Castillo T., Peña C., 2014 High production of
poly-β-hydroxybutyrate (PHB) by an Azotobacter vinelandii mutant altered in PHB
regulation using a fed-batch fermentation process. Biochemical Engineering Journal
82:117-123.
Garrity G. M., Brenner D. J., Krieg N. R., 2005 Bergey’s manual of systematic
bacteriology. Vol ll: The Proteobacteria. 2nd edition. Springer, Berlin, 1106 pp.
Gomes M. P., Gonçalves C. A., Moreira de Brito J. C., Souza A. M., da Silva Cruz F. V.,
Bicalho E. M., Figueredo C. C., Garcia Q. Z., 2017 Ciprofloxacin induces oxidative
stress in duckweed (Lemna minor L.): implications for energy metabolism and
antibiotic-uptake ability. Journal of Hazardous Materials 328:140-149.
Herath S., Satoh S., 2015 Environmental impact of phosphorus and nitrogen from
aquaculture. Feed and Feeding Practices in Aquaculture, Woodhead Publishing
Series pp.369-386.

AACL Bioflux, 2021, Volume 14, Issue 5.
http://www.bioflux.com.ro/aacl

3064

Ingle K., Padole D., 2017 Phosphate solubilizing microbes: an overview. International
Journal of Current Microbiology and Applied Sciences 6(1):844-852.
Ishizawa H., Kuroda M., Morikawa M., Ike M., 2017 Evaluation of environmental bacterial
communities as a factor affecting the growth of duckweed Lemna minor.
Biotechnology for Biofuels 10:62.
Jorgensen S. E., Tundisi J. G., Tundisi T. M., 2012 Handbook of inland aquatic ecosystem
management. 1st edition. CRC Press, USA, 452 pp.
Kalayu G., 2019 Phosphate solubilizing microorganisms: promising approach as
biofertilizers. International Journal of Agronomy 2019:4917256.
Kawasaki N., Kushairi M. R. M., Nagao N., Yusoff F., Imai A., Kohzu A., 2016 Release of
nitrogen and phosphorus from aquaculture farms to Selangor River, Malaysia.
International Journal of Environmental Science and Development 7(2):113-116.
Khan M., Zaidi S. A., Ahmad E., 2014 Mechanism of phosphate solubilization and
physiological functions of phosphate-solubilizing microorganisms. In: Phosphate
solubilizing microorganisms. Khan M. S., Zaidi A., Musarrat J. (eds), Springer
Publishers Switzerland, pp. 31-62.
Maitra N., Manna S. K., Samanta S., Sarkar K., Debnath D., Bandopadhyay C., Sahu S.
K., Sharma A. P., 2015 Ecological significance and phosphorus release potential of
phosphate solubilizing bacteria in freshwater ecosystems. Hydrobiologia 745:69-83.
Majda M., Robert S., 2018 The role of auxin in cell wall expansion. International Journal
of Molecular Sciences 19(4):951.
Martins C. I. M., Eding E. H., Verdegem M. C. J., Heinsbroek L. T. N., Schneider O.,
Blancheton J. P., Roque d’Orbcastel E., Verreth J. A. J., 2010 New developments in
recirculating aquaculture systems in Europe: a perspective on environmental
sustainability. Aquaculture Engineering 43(3):83-93.
Mohite B., 2013 Isolation and characterization of indole acetic acid (IAA) producing
bacteria from rhizospheric soil and its effect on plant growth. Journal of Soil Science
and Plant Nutrition 13(3):638-649.
Muszyńska E., Labudda M., 2019 Dual role of metallic trace elements in stress biology from negative to beneficial impact on plants. International Journal of Molecular
Sciences 20(13):3117.
Nabti E. H., Mokrane N., Ghoul M., Manyani H., Dary M., Megias M. G., 2013 Isolation
and characterization of two halophilic Bacillus (B. licheniformis and Bacillus sp) with
antifungal activity. Journal of Ecology of Health and Environment 1(1):13-17.
Nacoon S., Jogloy S., Riddech N., Mongkolthanaruk W., Kuyper T. W., Boonlue S., 2020
Interaction between phosphate solubilizing bacteria and arbuscular mycorrhizal
fungi on growth promotion and tuber inulin content of Helianthus tuberosus L.
Scientific Reports 10:4916.
Nassar H., Shaban M., Bassem S., Abdel-Gawad F., 2015 Utilization of duckweed (DW) in
nutrient removal from agricultural waste water and producing alternative economic
animal fodder. Der Pharma Chemica 7(12):280-285.
Nosrati R., Owlia P., Saderi H., Rasooli I., Malboobi M. A., 2014 Phosphate solubilization
characteristics of efficient nitrogen fixing soil Azotobacter strains. Iranian Journal of
Microbiology 6(4):285-295.
Omri I., Aouidi F., Bouallagui H., Godon J. J., Hamdi M., 2013 Performance study of
biofilter developed to treat H2S from wastewater odour. Saudi Journal of Biological
Sciences 20(2):169-176.
Ozengin N., Elmaci A., 2007 Performance of duckweed (Lemna minor L.) on different
types of wastewater treatment. Journal of Environmental Biology 28(2):307-314.
Pande A., Pandey P., Mehra S., Singh M., Kaushik S., 2017 Phenotypic and genotypic
characterization of phosphate solubilizing bacteria and their efficiency on the growth
of maize. Journal of Genetic Engineering and Biotechnology 15(2):379-391.
Paolacci S., Harrison S., Jansen M., 2018 The invasive duckweed Lemna minuta Kunth
displays a different light utilisation strategy than native Lemna minor Linnaeus.
Aquatic Botany 146:8-14.

AACL Bioflux, 2021, Volume 14, Issue 5.
http://www.bioflux.com.ro/aacl

3065

Peng S. H., Wan-Azha W. M., Wong W. Z., Go W. Z., Chai E. W., Chin K. L., H’ng P. S.,
2013 Effect of using agro-fertilizers and N-fixing Azotobacter enhanced biofertilizers
on the growth and yield of corn. Journal of Applied Sciences 13(3):508-512.
Poli A., Finore I., Romano I., Gioiello A., Lama L., Nicolaus B., 2017 Microbial diversity in
extreme marine habitats and their biomolecules. Microorganisms 5(2):25.
Ren Y. X., Zhu X. L., Fan D. D., Ma P., Liang L. H., 2013 Inoculation of phosphate
solubilizing bacteria for the improvement of lead accumulation by Brassica juncea.
Environmental Technology 34:463-469.
Ruzhitskaya O., Gogina E., 2017 Methods for removing of phosphates from wastewater.
MATEC Web of Conferences 106:07006.
Schoebitz M., Ceballos C., Ciampi L., 2013 Effect of immobilized phosphate solubilizing
bacteria on wheat growth and phosphate uptake. Journal of Soil Science and Plant
Nutrition 13(1):1-10.
Shahab S., Ahmed N., Khan N., 2009 Indole acetic acid production and enhanced plant
growth promotion by indigenous PSBs. African Journal of Agricultural Research
4(11):1312-1316.
Shardendu S., Sayantan D., Sharma D., Irfan S., 2012 Luxury uptake and removal of
phosphorus from water column by representative aquatic plants and its implication
for wetland management. International Scholarly Research Notices 2012:516947.
Sharma S. B., Sayyed R. Z., Trivedi M. H., Gobi T. A., 2013 Phosphate solubilizing
microbes: sustainable approach for managing phosphorus deficiency in agricultural
soils. SpringerPlus 2:587.
Singh M., Prakash N. T., 2012 Characterisation of phosphate solubilising bacteria in
sandy loam soil under chickpea cropping system. Indian Journal of Microbiology
52(2):167-173.
Song J., Min L. J., Wu J. R., He Q. F., Chen F. M., Wang Y., 2021 Response of the
microbial community to phosphate-solubilizing bacterial inoculants on Ulmus
chenmoui Cheng in Eastern China. PloS ONE 16(2):e0247309.
Sun G., Zhang C., Li W., Yuan L., He S., Wang L., 2019 Effect of chemical dose on
phosphorus removal and membrane fouling control in a UCT-MBR. Frontiers of
Environmental Science and Engineering 13:1.
Sushanta B., Sunita P., Gonsalves M. J. B. D., Das A., Mascarenhas-Pereira M. B. L., Loka
Barathi P. A., 2012 Phosphate solubilizing bacteria: comparison between coastal
and deep-sea sediments. Journal of Coastal Environment 3(2):153-164.
Turcois A. E., Papenbrock J., 2014 Sustainable treatment of aquaculture effluents - what
can we learn from the past for the future? Sustainability 6(2):836-856.
Velichkova K., Sirakov I., 2013 The usage of aquatic floating macrophytes (Lemna and
Wolffia) as biofilter in recirculation aquaculture system (RAS). Turkish Journal of
Fisheries and Aquatic Sciences 13:101-110.
Verdegem M. C. J., 2013 Nutrient discharge from aquaculture operations in function of
system design and production environment. Reviews in Aquaculture 5(3):158-171.
Yang R., Luo C., Chen Y., Wang G., Xu Y., Shen Z., 2013 Copper-resistant bacteria
enhance plant growth and copper phytoextraction. International Journal of
Phytoremediation 15(6):573-584.
Zhang J., Wang P., Fang L., Zhang Q. A., Yan C., Chen J., 2017 Isolation and
characterization of phosphate-solubilizing bacteria from mushroom residues and
their effect on tomato plant growth promotion. Polish Journal of Microbiology
66(1):57–65.
Zhao Y., Zhang C., 2017 Purification of leach solution of zinc and lead in alkaline
solutions. In: Pollution control and resource reuse for alkaline hydrometallurgy of
amphoteric metal hazardous wastes. Handbook of Environmental Engineering, vol
18. Springer, Cham, pp. 133-170.

AACL Bioflux, 2021, Volume 14, Issue 5.
http://www.bioflux.com.ro/aacl

3066

Received: 31 August 2021. Accepted: 12 October 2021. Published online: 29 October 2021.
Authors:
Dahlia, Department of Aquaculture, Pangkep State Polytechnic of Agriculture, Makassar–Pare Rd, Mandalle,
Pangkep Regency 90655, South Sulawesi, Indonesia, e-mail: unga_dahlia@yahoo.co.id
Ardiansyah, Department of Aquaculture, Pangkep State Polytechnic of Agriculture, Makassar–Pare Rd, Mandalle,
Pangkep Regency 90655, South Sulawesi, Indonesia, e-mail: ardi_kimsan@yahoo.com
Indrayani, Study Program Agricultural Technology, Faculty of Engineering, Makassar State University, South
Sulawesi, Indonesia, e-mail: indrayani_tajudin@yahoo.com.au
Firmansyah Bin Abd Jabbar, Aquaculture Study Program, Universitas Sulawesi Barat, Majene, West Sulawesi,
Indonesia, e-mail: firmansyahjabbar@unsulbar.ac.id
This is an open-access article distributed under the terms of the Creative Commons Attribution License, which
permits unrestricted use, distribution and reproduction in any medium, provided the original author and source
are credited.
How to cite this article:
Dahlia, Ardiansyah, Indrayani, Jabbar F. B. A., 2021 The abundance and diversity of phosphate-solubilizing
bacteria in integrated recirculating aquaculture systems as a function of harvesting regime of duckweed (Lemna
minor L.). AACL Bioflux 14(5):3055-3067.

AACL Bioflux, 2021, Volume 14, Issue 5.
http://www.bioflux.com.ro/aacl

3067

