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Abstract. This study aims to identify morphologically and molecularly the nike fish, Ophieleotris aporos
in Tondano Lake. The small size of this fish in the larval, post-larva and juvenile stages causes difficulties
in analyzing morphometric and meristic aspects. Therefore, the melanophore pattern approach and
molecular analysis using the COI gene were used to identify and study the early life stages of the fish
species. Sampling was carried out from January to February 2020, in Tondano Lake. The study was
conducted based on activities of fishermen in Tondano Lake. Samples of nike fish were grouped based on
differences in melanophore patterns on their bodies. It was found there were six different melanophore
pattern groups coded A, B, C, D, E and F. The molecular analysis using the COI gene was done on 6
samples from the melanophore pattern groups. The results show that all the 6 analyzed samples belong
to the same species, Ophieleotris aporos. Morphological changes have occurred due to an increase in the
melanophore patterns of nike species when they become more mature.
Key Words: melanophore, migration, morphometric, Payangka fish, phylogenetic.

Introduction. “Nike” is a term for various minuscule fish species frequently found in
Tondano Lake (Makmur et al 2015; Susanto et al 2017), and also in Gorontalo waters
(Olii et al 2017, 2019; Sahami et al 2019a, 2019b). Nike fish are also found in Taal Lake,
Luzon Island, in the Philippines (Masagca & Ordoñez 2007). At Tondano Lake, nike fish
occupies a special ecological niche in the spawning ground, as planktonic larvae and
young fish that dominates the fringing area, and also in the utilization of aquatic
resources (Soeroto 1988). Nike fish is one of the important fishery resources in Tondano
Lake, which has been known by the public for a long time. In general, people around
Tondano Lake known this fish with two names, namely “Nike”, and ‘Wiiwir’. This fish is a
treasured fish of the community around Tondano Lake, and even in Manado City, which
makes this fish complementary to the traditional food menu of North Sulawesi and
Manado.
Historically, the existence of nike fish in Tondano Lake was the result of an
introduction from Limboto Lake, Gorontalo, that was carried out around 1912 (Soeroto
1988). One fish from the nike fish group is the Payangka fish (Ophioleotris aporos), when
it is in the early life stages. The production of nike fish is estimated to reach around 35%
of all existing fish production and dominates catches in Tondano Lake (Bataragoa &
Tamanampo 2009). Payangka fish larvae have an average length between 12.61 to 22.4
mm (Susanto et al 2017). The number of captured nike fish needs to be supported by
research on the existence of larval stages as part of the reproduction stages of Payangka
fish in Tondano Lake. One of the reproductive factors that support the size of nike fish
populations is fecundity. According to Bataragoa & Tamanampo (2009), the fecundity of
Payangka fish in Tondano Lake with the size of 12.5 to 15.6 cm is between 30000 and
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127000 eggs and the fecundity of Payangka fish with the size of 8.6 to 20.5 cm is
between 30000 and 60000 eggs (Soeroto 1988).
To our knowledge, there has been no research regarding the identification of nike
fish genetically in Tondano Lake. The present study was conducted to determine some
characteristics of nike fish in Tondano Lake by molecular and morphological studies.
Genetic characters can provide genetic information and support morphological characters
data. This study aims to identify morphologically and molecularly nike fish in Tondano
Lake.
Material and Method
Sample collection. The sampling of fish from fishermen was carried out randomly in 10
March 2020, from Tondano Lake. The sampling location is presented in Figure 1. The
collected samples were placed in plastic sterile containers and into an icebox. The
samples were sorted and grouped according to the melanophore pattern on the body of
the fish at the Laboratory of the Faculty of Fisheries and Marine Sciences, Sam Ratulangi
University, and Integrated Laboratory of the Faculty of Fisheries and Marine Sciences,
Gorontalo State University. Samples of nike fish were sorted in 6 different groups, coded
A, B, C, D, E and F. From each group of fish, 6 individuals were selected and preserved in
sample containers with 70% alcohol. Furthermore, samples were analyzed for genetic
identification in PT Genetika Science Indonesia, Jakarta. The small size of this fish in the
larval, post-larva, juvenile stages causes difficulties in determining morphometric and
meristic aspects. Therefore, the melanophore pattern approach and molecular analysis
using the COI gene were used to identify the fish species.
Molecular analysis. DNA genome isolation of samples was conducted using an Isolation
Kit by Geneaid - Genomic DNA Mini Kit (Tissue). The isolation method carried out refers
to the product standard protocol. The PCR process was carried out using the primary pair
(Baldwin et al 2009), namely (Forward) BCL Fish: 5'-TCAACYAATCAYAAAGATATYGGCAC3'
and (Reverse) Fish BCH: 5'-ACTTCYGGGTGRCCRAARAATCA-3'. PCR products were then
electrophoresed and photographed above an UV Transilluminator (Pacific image,
Electronic). The nucleotide sequencing cycle is a method for determining the sequence of
nucleotides contained in DNA. The DNA samples that had been amplified and
electrophoresed were subsequently sequenced. The sequencing process was carried out
at the First Base Laboratory in Malaysia by PT Genetics Science Indonesia. Samples
consisting of 30 µL of PCR DNA products, 10 µL of forward primer and 10 µL of reverse
primer were sent to the laboratory. Editing and proofreading sequences were performed
using MEGA 6.0 software. The proofreading results from the forward and reverse
sequences were combined into a sequence. Then the sequence results were analyzed to
find genetic similarities. To find out the relationship level among samples, further
analyses were carried out based on phylogenetic trees with the Maximum Likelihood
Method with 1000 bootstraps using MEGA 6.0 software.
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Figure 1. Map of sampling sites in Tondano Lake.
Results and Discussion. The results indicate that nike fish sampled consist of 2
morphologically dissimilar groups, with different melanophore patterns (Figure 2).
Samples A, B, C, D, E and F have undergone alterations in the melanophore structure
and body size. At first, the fish has no melanin. After the melanin is formed, it then
spreads throughout the body. Furthermore, after melanophores spread proportionally
throughout the body, there is a wider distance between melanophores because the fish
body becomes larger. The research of Valade et al (2009) showed a change in the
appearance of chromatophores in the body of Sicyopterus langocephalus larvae, starting
from the head and spreading throughout the body during the larvae stage. The results of
this study illustrate that there has been a variation in the melanophore pattern of O.
aporos when becoming more mature. When still in larval stage (1.5 cm), the
melanophore arrangement is not yet present, but when it enters the post-larval stage
(1.7 to 2.5 cm) and juvenile stage (4.5 cm), the melanophore arrangement
proportionally spreads along the body (Figure 2).
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Figure 2. Schematic morphological alterations in nike fish samples, based on body size.
The differences in melanophore patterns from samples A, B, C, D, E and F and the
differences in body size are schematically presented in Figure 3.

Figure 3. Schematic morphological alterations in samples, based on the melanophore
pattern.
The proofreading results from the forward and reserve sequences combined with the
sequence of the two samples (A, B, C, D, E and F) are presented in Table 1.
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Table 1
Proofreading results of forward and reverse sequence of nike fish samples from A, B, C,
D, E and F groups
Sample
code

A

B

C

D

E

F

Proof reading results
CACCCTCTATCTTGTATTTGGTGCCTGAGCGGGAATAGTAGGCACGGCTTTAAGCCTGCTAATTCGAGCCGA
ATTGAGTCAACCTGGCGCCCTGCTAGGAGATGACCAAATTTATAATGTCATCGTGACAGCTCATGCCTTCGT
GATAATTTTCTTTATAGTAATACCAATTATGATTGGCGGCTTTGGAAATTGATTAGTGCCCCTAATGATTGGC
GCCCCCGACATGGCCTTCCCCCGAATAAACAACATAAGCTTCTGACTCCTCCCCCCATCCTTCCTTCTTCTTC
TAGCATCCTCTGGTGTAGAGGCGGGAGCTGGAACAGGGTGAACCGTCTACCCCCCTCTAGCAGGAAACTTA
GCCCACGCAGGGGCCTCCGTAGATCTGACCATTTTCTCTCTTCATCTTGCCGGTGTCTCTTCTATTTTAGGA
GCTATCAACTTCATCACCACAATTATTAATATGAAACCTCCCGCCATTTCACAATACCAAACACCTCTGTTTG
TATGGGCAGTCCTAATTACAGCTGTCCTTCTACTTCTATCCCTGCCAGTCCTAGCCGCTGGTATCACAATGCT
TCTCACAGACCGAAACCTAAATACAACCTTCTTCGACCCTGCTGGAGGAGGTGACCCAATTCTATACCAACA
TCTTTTCTGATTCTTC
GCACCCTCTATCTTGTATTTGGTGCCTGAGCGGGAATAGTAGGCACGGCTTTAAGCCTGCTAATTCGAGCC
GAATTGAGTCAACCTGGCGCCCTGCTAGGAGATGACCAAATTTATAATGTCATCGTGACAGCTCATGCCTTC
GTGATAATTTTCTTTATAGTAATACCAATTATGATTGGCGGCTTTGGAAATTGATTAGTGCCCCTAATGATTG
GCGCCCCCGACATGGCCTTCCCCCGAATAAACAACATAAGCTTCTGACTCCTCCCCCCATCCTTCCTTCTTC
TTCTAGCATCCTCTGGTGTAGAGGCGGGAGCTGGAACAGGGTGAACCGTCTACCCCCCTCTAGCAGGAAAC
TTAGCCCACGCAGGGGCCTCCGTAGATCTGACCATTTTCTCTCTTCATCTTGCCGGTGTCTCTTCTATTTTAG
GAGCTATCAACTTCATCACCACAATTATTAATATGAAACCTCCCGCCATTTCACAATACCAAACACCTCTGTT
TGTATGGGCAGTCCTAATTACAGCTGTCCTTCTACTTCTATCCCTGCCAGTCCTAGCCGCTGGTATCACAAT
GCTTCTCACAGACCGAAACCTAAATACAACCTTCTTCGACCCTGCTGGAGGAGGTGACCCAATTCTATACCA
ACATCTTTTCTGATTCTT
TCGGCACCCTCTATCTTGTATTTGGTGCCTGAGCGGGAATAGTAGGCACGGCTTTAAGCCTGCTAATTCGA
GCCGAATTGAGTCAACCTGGCGCCCTGCTAGGAGATGACCAAATTTATAATGTCATCGTGACAGCTCATGC
CTTCGTGATAATTTTCTTTATAGTAATACCAATTATGATTGGCGGCTTTGGAAATTGATTAGTGCCCCTAATG
ATTGGCGCCCCCGACATGGCCTTCCCCCGAATAAACAACATAAGCTTCTGACTCCTCCCCCCATCCTTCCTT
CTTCTTCTAGCATCCTCTGGTGTAGAGGCGGGAGCTGGAACAGGGTGAACCGTCTACCCCCCTCTAGCAGG
AAACTTAGCCCACGCAGGGGCCTCCGTAGATCTGACCATTTTCTCTCTTCATCTTGCCGGTGTCTCTTCTATT
TTAGGAGCTATCAACTTCATCACCACAATTATTAATATGAAACCTCCCGCCATTTCACAATACCAAACACCTC
TGTTTGTATGGGCAGTCCTAATTACAGCTGTCCTTCTACTTCTATCCCTGCCAGTCCTAGCCGCTGGTATCAC
AATGCTTCTCACAGACCGAAACCTAAATACAACCTTCTTCGACCCTGCTGGAGGAGGTGACCCAATTCTATA
CCAACATCTTTTCTGATT
ATCGGCACCCTCTATCTTGTATTTGGTGCCTGAGCGGGAATAGTAGGCACGGCTTTAAGCCTGCTAATTCGA
GCCGAATTGAGTCAACCTGGCGCCCTGCTAGGAGATGACCAAATTTATAATGTCATCGTGACAGCTCATGC
CTTCGTGATAATTTTCTTTATAGTAATACCAATTATGATTGGCGGCTTTGGAAATTGATTAGTGCCCCTAATG
ATTGGCGCCCCCGACATGGCCTTCCCCCGAATAAACAACATAAGCTTCTGACTCCTCCCCCCATCCTTCCTT
CTTCTTCTAGCATCCTCTGGTGTAGAGGCGGGAGCTGGAACAGGGTGAACCGTCTACCCCCCTCTAGCAGG
AAACTTAGCCCACGCAGGGGCCTCCGTAGATCTGACCATTTTCTCTCTTCATCTTGCCGGTGTCTCTTCTATT
TTAGGAGCTATCAACTTCATCACCACAATTATTAATATGAAACCTCCCGCCATTTCACAATACCAAACACCTC
TGTTTGTATGGGCAGTCCTAATTACAGCTGTCCTTCTACTTCTATCCCTGCCAGTCCTAGCCGCTGGTATCAC
AATGCTTCTCACAGACCGAAACCTAAATACAACCTTCTTCGACCCTGCTGGAGGAGGTGACCCAATTCTATA
CCAACATCTTTTCTGATTCTTCG
GCACCCTCTATCTTGTATTTGGTGCCTGAGCGGGAATAGTAGGCACGGCTTTAAGCCTGCTAATTCGAGCC
GAATTGAGTCAACCTGGCGCCCTGCTAGGAGATGACCAAATTTATAATGTCATCGTGACAGCTCATGCCTTC
GTGATAATTTTCTTTATAGTAATACCAATTATGATTGGCGGCTTTGGAAATTGATTAGTGCCCCTAATGATTG
GCGCCCCCGACATGGCCTTCCCCCGAATAAACAACATAAGCTTCTGACTCCTCCCCCCATCCTTCCTTCTTC
TTCTAGCATCCTCTGGTGTAGAGGCGGGAGCTGGAACAGGGTGAACCGTCTACCCCCCTCTAGCAGGAAAC
TTAGCCCACGCAGGGGCCTCCGTAGATCTGACCATTTTCTCTCTTCATCTTGCCGGTGTCTCTTCTATTTTAG
GAGCTATCAACTTCATCACCACAATTATTAATATGAAACCTCCCGCCATTTCACAATACCAAACACCTCTGTT
TGTATGGGCAGTCCTAATTACAGCTGTCCTTCTACTTCTATCCCTGCCAGTCCTAGCCGCTGGTATCACAAT
GCTTCTCACAGACCGAAACCTAAATACAACCTTCTTCGACCCTGCTGGAGGAGGTGACCCAATTCTATACCA
ACATCTTTTCTGATTCTTCGGACACCCTGAAGTGTC
CCCTCTATCTTGTATTTGGTGCCTGAGCGGGAATAGTAGGCACGGCTTTAAGCCTGCTAATTCGAGCCGAAT
TGAGTCAACCTGGCGCCCTGCTAGGAGATGACCAAATTTATAATGTCATCGTGACAGCTCATGCCTTCGTGA
TAATTTTCTTTATAGTAATACCAATTATGATTGGCGGCTTTGGAAATTGATTAGTGCCCCTAATGATTGGCGC
CCCCGACATGGCCTTCCCCCGAATAAACAACATAAGCTTCTGACTCCTCCCCCCATCCTTCCTTCTTCTTCTA
GCATCCTCTGGTGTAGAGGCGGGAGCTGGAACAGGGTGAACCGTCTACCCCCCTCTAGCAGGAAACTTAG
CCCACGCAGGGGCCTCCGTAGATCTGACCATTTTCTCTCTTCATCTTGCCGGTGTCTCTTCTATTTTAGGAG
CTATCAACTTCATCACCACAATTATTAATATGAAACCTCCCGCCATTTCACAATACCAAACACCTCTGTTTGTA
TGGGCAGTCCTAATTACAGCTGTCCTTCTACTTCTATCCCTGCCAGTCCTAGCCGCTGGTATCACAATGCTT
CTCACAGACCGAAACCTAAATACAACCTTCTTCGACCCTGCTGGAGGAGGTGACCCAATTCTATACCAACAT
CTTTTCTGATTCTTCGGACACCCTG
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The sequences produced are then compared with sequences from the Gene Bank
Deposits (NCBI nucleotide databases). The results are presented in Table 2.
Table 2
Comparison sequences of sample and NCBI nucleotide database
Species code
A
B
C
D
E
F

Accession
number
AF391368.1
AF391368.1
AF391368.1
AF391368.1
AF391368.1
AF391368.1

Species
Ophioleotris
Ophioleotris
Ophioleotris
Ophioleotris
Ophioleotris
Ophioleotris

aporos
aporos
aporos
aporos
aporos
aporos

Query cover

Identity

100%
100%
100%
100%
99%
99%

99.85%
99.85%
99.85%
99.85%
99.56%
99.70%

The 6 samples are both O. aporos based on genetic testing with mitochondrial COI. This
is a new discovery related to Nike fish data from Tondano Lake. The previous studies
never reported about the larval, post-larva and juvenile stages of O. aporos from
Tondano Lake. Further analysis was carried out with the phylogenetic tree to show the
kindship relations between samples (A, B, C, D, E and F) and several species available in
the NCBI database (Figure 4).

Figure 4. Phylogenetic tree of nike fish (samples A to F) compared with several species in
the NCBI database.
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The genetic analysis illustrates that the 6 samples are from the same species, even
though they have different morphologies, particularly in the melanophore patterns. This
modification appears in the early life stages of this species.
Sahami et al (2019a, 2019b) mentioned that the melanophore patterns of
Belobranchus segura migrating from sea to rivers are characterized by a slight increase
in coloration. This is visible when approaching the estuary, being either a form of
adaptation in order to enter a new aquatic environment or a part of its development
stages. Hobson et al (2007) informs that Hawaiian gobioid fish are amphidromous and
have one life stage in the sea. They stay in the pelagic sea zone for several months
before migrating in the river (Teichert et al 2016) and Olii et al (2017) showed that nike
fish has a tendency to shift closer to the river mouth in the days after its appearance in
the Gorontalo Bay, which indicates the migration of nike from sea water to fresh water.
Apparently, the results of this research show that even though this nike fish is
catadromous, where the spawning migration is from the sea to freshwater (Herre 1927),
it has adapted well to the new environment, Tondano Lake, and it currently does not
migrate for reproduction, because the lake does not allow it. It is due to the constraints
of three water power plants (Tonsea Lama, Tanggari 1 and Tanggari 2) in Tondano River,
which obstruct the migration pathways.
Various studies shows that the occurrence of migratory behavior has a genetic
basis in freshwater fish (Lucas et al 2001). This migration could be related to the
development stage (Fitzsimons et al 2007). Amphidromous fish spawn in freshwater and
the larvae migrate to the sea, then back to freshwater (Milton 2009). The distribution of
the species along the river is determined by post larva color aggregation (Nishimoto &
Fitzsimons 1986). This study showed that the migration of Nike fish is only limited to the
lake, either for the larvae, post larva or juvenile stages, especially on the fringing parts of
Tondano Lake. This nike fish is active at night, which is why the fishing is carried out only
at night or before dawn by using traditional fishing gear (sero) and LED light.
Conclusions. Samples of nike fish with different melanophore patterns are genetically
the same species, Ophioleotris aporos. The morphological changes of this species from
the nike fish group are indicated by the differences in melanophore patterns, with an
increase in the number and spread of melanophores on the surface of the body when the
species becomes more mature according to its early life stage.
References
Baldwin C. C., Mounts J. H., Smith D. G., Weigt L. G., 2008 Genetic identification and
color descriptions of early life-history stages of Belizean Phaeoptyx and Astrapogon
(Teleostei: Apogonidae) with comments on identification of adult Phaeoptyx.
Zootaxa 2008:1-22.
Bataragoa N. E., Tamanampo J. F. W. S., 2009 [Reproduction potency of ‘payangka’ fish
(Ophieleotris aporos) from lake and river]. Pacific Journal 3(3):442-446. [In
Indonesian].
Fitzsimon J. M., McRae M. G., Nishimoto R. T., 2007 Behavioural ecology of indigenous
stream fishes in Hawai’i. Bioshop Museum Bulletin in Cultural and Environmental
Studies 3:11-22.
Herre A. W. C. T., 1927 Gobies of the Philippines and China Sea. The Philippine Bureau of
Science Monographic Publications on Fishes 23, Manila, 352 p.
Hobson K. A., Smith R. J. F., Sorensen P., 2007 Applications of stable isotope analysis to
tracing nutrient sources to Hawaiian gobioid fishes and other stream organisms.
Bioshop Museum Bulletin in Cultural and Environmental Studies 3:99-111.
Lucas M. C., Baras E., Thom T. J., Duncan A., Slavik O., 2001 Migration of freshwater
fishes. Blackwell Science, New Jersey, 412 p.
Makmur S., Subagdja, Makri, Sudrajat A., Irawan B., Bataragoa N. E. 2015 [Technical
Report of Biodiversity of environmental characteristics, fish diversity and fishing
activity of Tondano Lake resource, North Sulawesi]. Ministry of Marine Affair and
Fisheries of Republic of Indonesia, pp. 1-83. [In Indonesian].
AACL Bioflux, 2020, Volume 13, Issue 3.
http://www.bioflux.com.ro/aacl

1620

Masagca J. T., Ordoñez J. A., 2007 Chromosomes of the Philippines snake-head gudgeon,
Ophieleotris aporos (Eleotridae) from Lake Taal, Luzon Island. Biotropia 14(1):1-8.
Milton D. A., 2009 Living in two worlds: diadromous fishes, and factors affecting
population connectivity between tropical rivers and coasts. In: Ecological
connectivity among tropical coastal ecosystems. Nagelkerken I. (ed), Springer
Science+Business Media B. V., Berlin, pp. 325-355.
Nishimoto R. T., Fitzsimons J. M., 1986 Courtship, territoriality, and coloration in the
endemic Hawaiian freshwater goby, Lentipes concolor. In: Indo-Pacific Fish Biology.
Proceedings of the 2nd International Conference on Indo Pacific Fishes, Tokyo, pp.
811-817.
Olii A. H., Sahami F. M., Hamzah S. N., Pasisingi N., 2017 Preliminary findings on
distribution pattern of larvae of Nike fish (Awaous sp.) in the estuary of Bone River,
Gorontalo Province, Indonesia. AACL Bioflux 10:1110-1118.
Olii A. H., Sahami F. M., Hamzah S. N., Pasisingi N., 2019 Molecular approach to identify
gobioid fishes, "Nike" and "Hundala" (local name), from Gorontalo Waters,
Indonesia. Journal of Biological Science 19(1):51-56.
Sahami F. M., Kepel R. C., Olii A. H., Pratasik S. B., 2019a Determination of
morphological alteration based on molecular analysis and melanophore pattern of
the migrating Nike fish in Gorontalo Bay, Indonesia. AACL Bioflux 12(4):1358-1365.
Sahami F. M., Kepel R. C., Olii A. H., Pratasik S. B., 2019b What species make up the
Nike fish assemblages at the macrotidal estuary in Gorontalo Bay, Indonesia?
F1000 Research 8:1654, 9 p.
Soeroto B., 1988 [Food and reproduction of payangka fish, Ophieleotris aporos in
Tondano Lake]. PhD Thesis. IPB Univeristy, Bogor, 200 p. [In Indonesian].
Susanto M. K., Bataragoa N. E., Moningkey R. D., 2017 [Size distribution and growth of
young Payangka fish Ophieleotris aporos (Bleeker) from Tondano Lake]. Platax
5(2):189-197. [In Indonesian].
Teichert N., Valade P., Grondin H., Trichet E., Sardenne F., Gaudin P., 2016 Pelagic larval
traits of the amphidromous goby Sicyopterus lagocephalus display seasonal
variations related to temperature in La Reunion Island. Ecology of Freshwater Fish
25:234-247.
Valade P., Lord C., Grondin H., Bosc P., Taillebois L., Iida M., Tsukamoto K., Keith P.,
2009 Early life history and description of larval stages of an amphidromous goby,
Sicyopterus lagocephalus (Gobioidei: Sicydiinae). Cybium: International Journal of
Ichthyology 33(4):309-319.

Received: 24 April 2020. Accepted: 16 May 2020. Published online: 25 June 2020.
Authors:
Novie Pankie Lukas Pangemanan, Faculty of Fisheries and Marine Science Unsrat, Sam Ratulangi University, Jln.
Kampus Unsrat Bahu, 95115 Manado, North Sulawesi, Indonesia, e-mail: pankie_p@unsrat.ac.id
Rene Charles Kepel, Faculty of Fisheries and Marine Science Unsrat, Sam Ratulangi University, Jln. Kampus
Unsrat Bahu, 95115 Manado, North Sulawesi, Indonesia, e-mail: renecharleskepel65@gmail.com
Nego Elvis Bataragoa, Faculty of Fisheries and Marine Science Unsrat, Sam Ratulangi University, Jln. Kampus
Unsrat Bahu, 95115 Manado, North Sulawesi, Indonesia, e-mail: nebgoa@unsrat.ac.id
Reiny Antonetha Tumbol, Faculty of Fisheries and Marine Science Unsrat, Sam Ratulangi University, Jln.
Kampus Unsrat Bahu, 95115 Manado, North Sulawesi, Indonesia, e-mail: reinytumbol@yahoo.com
Femy Mahmud Sahami, Department of Aquatic Resources Management, Gorontalo State University, Jl. Jendral
Sudirman, No. 6, 96128 Gorontalo City, Indonesia, e-mail: femysahami@yahoo.co.id
This is an open-access article distributed under the terms of the Creative Commons Attribution License, which
permits unrestricted use, distribution and reproduction in any medium, provided the original author and source
are credited.
How to cite this article:
Pangemanan N. P. L., Kepel R. C., Bataragoa N. E., Tumbol R. A., Sahami F. M., 2020 Morphological and
molecular identification of nike fish, Ophieleotris aporos in Tondano Lake, North Sulawesi, Indonesia. AACL
Bioflux 13(3):1614-1621.

AACL Bioflux, 2020, Volume 13, Issue 3.
http://www.bioflux.com.ro/aacl

1621

